384

Yol R wARKIER

WRISEEAEZGE 2019 4F 5525 % SH5 )

e IR B K 56 R R Ak s B R 2 A R I P
M /R miR-126 7K 3 B il R 2 X

Eim° R E XL Fk, kM 110031

FEE B RS R e P AR miR-126 KPR RS BT TR BTRUE 5-AT F 6 R A, T kiR RS
g% & A 80 48] A RS R, ELAEREE AL KA (SAP) AR E M B IRF Ak EEAAE (ACS) 404 40 19) , it 5 ) 4 B Ak Ae
% 40 150 4F A 4 BExT BB (NC) 48, qRT-PCR #3348 % % o /) b miR-126 £k Wdk 2 3 B % P £ A K09 £ 7,
40 miR-126 5 @hksEsk CT A5 A 0 # 4, % miR-126 £ R B BIKEH R ERE SAEBET LR T EAKEY
£F ., %R ACS 4% SAP 28 miR-126 %% & F NC 40(P <0.01) , . ACS 28% F SAP 28 (P <0.05) ; f£ E Rk gE 3k CT
AR g A5 A miR-126 Rk K-F & TH R BB RA, B4 ER S THRAA(P<0.05) ;P E . THEAMEA
miR-126 A A K-FZH FTHREM(P<0.05) , BT ERAELG T FEL(P<0.05);£2 LA =3 L% %4 miR-126
FERFGHT LAmEA(P<0.05),=3 TREMAZH T2 LHREHU(P<0.05), %4 £ R F Ak )R B A AL =
FAZE A, dr AR miR-126 Kk KPR E),miR-126 £k & A K3 ks RALE B X R F

XEIF miR-126; A RFIRBAABALI S IR ; BERCKR; SHEBRIDIRGE S

hESES R541.6 XHEAFRIRED A DOI  10. 11768/ nkjwzzzz20190509

Correlation between peripheral blood platelet miR-126 expression and coronary arteriosclerosis disease YANG
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Abstract Objective: To observe the correlation between miR-126 expression and coronary arteriosclerosis disease, and
discuss the value of miR-126 in diagnosis, forecast and prognosis of coronary heart disease (CHD). Methods: Eighty pa-
tients diagnosed as CHD were divided into stable angina pectoris (SAP) group (n =40) and acute coronary arterial syndrome
(ACS) group (n =40). Forty healthy people selected from physical examination center served as control group ( NC
group). QRT-PCR was used to detect the platelet miR-126 expression in all three groups. The correlation between miR-126
expression and coronary plaque CT value type, coronary angiography degree and pathological arterial numbers was evaluated.
Results : The expression of miR-126 in ACS group and SAP group was significantly higher than in NC group (P <0.01), and
that in ACS group was significantly higher than in SAP group (P <0.05). The expression of miR-126 in calcium type group
was significantly higher than in fibrosis type group and soft type group, and that in fibrosis type group was significantly higher
than in soft type group (P <0.05). The expression of miR-126 in median, serious and occlusion groups was significantly
higher than in mild group (P <0.05), and that in serious and occlusion groups was significantly higher than in median group
(P<0.05). The expression of miR-126 in 2 and =3 branches groups was significantly higher than in 1 branch group (P <
0.05). Conclusions; Platelet miR-126 expression is various in different degrees of coronary arteriosclerosis, and miR-126
expression was high in serious coronary pathological changes and much branches.

Key words miR-126; Coronary arteriosclerosis disease; Stable angina pectoris; Acute coronary arterial syndrome

SR B ik ks BEAE AL ( coronary arteriosclerosis dis-
ease, CAD) 22 K 3 UAE FH &5 2R, 75 2 b & A S 4
OSSR 7 = 7 S A AN I o
SFYEALAEAL . microRNA (5 7 miRNA) J&
TR MRS AS RNA 38 12 )7 51 30 ) £ FH S 2
(1 3'UTR i A5 A W) AE W98 B, 2 miR-
NA SOF I8 BE PN e 48 B 98 i S 0L A A BE T i o
WA KEEAREEN, 25 CAD B R £ Mk
JEEAE Y S 2 F ST R, miR-126 ik AKF T

TiBAEME S 219, E-mail :58837999@ (q. com

1 55 76 /0 i XS T e FLAT A S, miR-126 7
N i EAAZ AR TP 8 2 1K OK P S RO e R AR DR TR
PRI HLA A SR A 5T SR I /AR miR-
126 3K 55 ok B AL AR SCH b (9 5 &, R0 HAE T
O I B 5 23 A R B {EL

ARERHE

— A SR EAALRE LG B 2016 4F
3 J ~2018 4% 3 J 2L BH 5 DU A R BE BEAE 340 9 A
LL WHO B [ B O = 2 b e 612 5 Lo 4
B 80 i, ¥y ke bk s 2 B MR M R A,
135 F2 5 .0 & ( stable angina pectoris , SAP ) 21



WRGSEEAEAGE 2019 4F 5525 % SRS I

40 | Je 2k TR sl ik A4 (acute coronary arterial
syndrome , ACS) 21 40 5], 3% B A4 K 00 {8 Bl A 40
), AF R R BR (NC) 2, Horp, B 71 ], &bk
49 1), 1% (56.3 £26.7) %, 4 A AT FEE ] AR f
B AEERONE I, ER LG E L, A
A b . HEBRBR M M 3 AN A N A R s
SIS ERAE S H RN S BRI R S
T BRI RGN 5 R A R M DU L0 T 3 |
kA RBAEC NG PR e R

MA I BETERES RS T S e #E ik
SREGERK L 15 mL EDTA $p4E, T 23°C 3000 %/ min, &
L 15 min, RGN H . 256 HE CT 1 H £ E GE A d],
miRNA $5HU43 253505 & . All-in-One™ qPCR Mix it
& A 2% E Invitrogen 23 7], RT-PCR 38 5% 57 1 7
B0 A ST P %6 Fermentas A Fl . 5190 H KiEF 44
YA B AT R A

CT BARFI R R 24T BB TR R
11 CT 5tk sh ik ifg , X MG A A i CT =4k &
a2, LUEELL 3 (28R AR BT AT BR 43 A e A
Abif A CT {8, BCF-34{E, CT {H =130 HU R 45407,
60 ~ 129 HU SM4F-4E#Y ; <60 HU S8R i

BRI IRE G RE A RHE W3 AJEIRN
PR 3E52 TAE A9 i A 9 3548 B 0 0 A DAL Il 487
AR Y 1 B (R IERE ) 5 IR (JER
7B RS L E ORI MY ORSE ) 5 LAY (e
ASHRIU ) o 95 AR B B A A R A A R AE 50% ~
0% ; 1 EE2H A8 T1% ~ 90% 5 # F 20 Ry e 78
91% ~99% ; A ZELH N HEAE 100%  Fi5 78 LKL/ 4H -
1 8152 > =3 4

qRT-PCR #:-m] f2 /s 48 miR-126 %3k %t Ml FEFR
AL 3 000 #/min B.0> 15 min, 1% EDTA }% 0. 1%
BAS JR AW ok 5 U 0, 44l 3 vk, gk i/
B, & H] TRizol 7] & 43 75 & 4k 1fiL /M Hlr RNA, Xif
RNA Wy el . & BURE i ¢DNA (1745 i
Feis BRI b FIASE DU (i 19 457 R JE D] ( B-actin ) SE B
E 18 PCR il 2522 il 66 B2 A B A 1 il 26 DNA A AR,
SERE f PCR HEAT 70 0 38 PR 4 4G, AACE 36 X 5%
A S e S

it ab @ SR SPSS22.0 Stk IEA
SATFEGFORILL (% +5) FKon, 241 HLECR T %4
30T, BIPH EL SR LSD-t K555, DL P <0.05 S22 5
At L,

& R

miR-126 /£ NC ACS % SAP £1 % 84 % ik K F

385

qRT-PCR &7, 5 NC 4 lb %, ACS 41 Jz SAP 4]
miR-126 F£iKH B (F =22.352,P <0.01), H ACS
ZHE T SAP 4 (1=5.632,P<0.05) , lLIE 1,

2. 01
m -
:;‘SJ 1. 54 n:-‘
.H% l= l:‘.l
= 1.0+ ::E =y
| aak
E 0- 5' ‘:‘
B .. A:a
0.0 + T T
NC#H ACS#H SAPAH

B 1 miR-126 7 NC,ACS % SAP 41 # # % 3 & F
miR-126 5 @ ks CT A A 69X & RT-
PCR 7R, miR-126 7F e JkEEH CT (B 537 (8] 25 5 A7
il L (F =6.322,P <0.05) , 5L B iy T2F 4E Y

FARIEH T4 B TG (1 P <0.05) Il 1.
%1 miR-126 5 7 fik 35k CT (£ 8 X &

(x £5)

miR-126 CT {5
A5ALA 1.534 +£0.366"
HFLER 0.917 0. 235
B A 0.475 +0.122"

B AE " P<0.05

miR-126 %A 5 BRR & #om EAZE R 5 A 4y &
% miR-126 FKIKIKV-AEA ] 5k ko 28 7 B[R] 1) 2%
SHAGFE L (F =61.645,P <0.001), HfE,
HEMHAEASREALR, ZRESRITHE X
(¥ P<0.05), FHEMHAEAS THEHP<
0.05), M ZEH & THEEH, B LG I #2E7R(P >
0.05), WL 2; mR-126 3R 3K 7K V-6 A [\] 56 Jik 53 784
(1 I I Ry 27 s it22 2 (P > 0.05),
LI 3,

2. 07 *A

1. 51

HHz

1. 0

*

0. 5+

0.0l 1 ‘ ‘
55

R mEE A

mi R—126 4 % ik fit

E. 5B, TP <0.05;5 P F ki, 2 P<0.05
K2 miR-126 EEHEZ FERELEEFH LKL



386

1. 51
e o o
ot | —1— —
® o1.0{ [
i
Z
w
S 0.57
&
B
0.0 T T T
I IR ELY) 11k

H3 miR-126 £ 7 ik % F R 48 iy &%

miR-126 5 k& H R E X HKH K EZ 2 32,
=3 AR 2 miR-126 E£KK 5 1 HhEAS4 1L
B, ERASITHE (P <0.05), =3 WAHY
2 SRR A, ZE R A GIEE X (P <0.05), I
#£2,

%2 miR-126 5@ REZ /L LH X F (% xs)
miR-126 AR X H&K
1 % 0.614 £0.366
2 % 1.129 £0.257%
=3 % 1.642 +0.336°*

E:51 LR EMAIE,“P<0.05;5 2 5% T4k,
4P <0.05

it i

miRNA £ IR AE g tS RNA 7656000 & A4
Rk b BAT SRR Y, 2 5.0 W40 4
b BETE D AS 2 kA IR Rz At ke e v 0
REBEH rf i 2 W A5 R . W 2P AR 18
HNE I A% R, miR-126 335 5 760 0 #H O 4
FHAM KN, miR-126 7E [l /MR F k55, 17
P /BRI G 3 PR 1) 2658, I/ A T8 0 9 & v
HACHERDY . ARS8, miR-126 75 ACS K
SAP B E RN E T IEH MR AR, ACS B ST
SAP i, F W miR-126 F3A 1] it 5 56 00 1Y & R
HLATAIeE . Wang 2510 % Bl miR-126 7F A a5
NG A M O WLRE AE £ 2 rh 258 BH I g TRl
X HEHE , 15 1.3 1R 43 4= K [ 7 ( placental growth
factor, PLGF ) & 3A 7K V- B4 Al 564k, Lin 45730 K
miR-126 ] GEETLCAR M fE R R . DL L sE 8%
B, miR-126 RJ REAE Jy je 0o s O T DK 25 e ik B
e CT (H 3 HI0) K FZ Sel ks 52 0 AR FR B | 43 78 B
R CAD PE R T E RIS, RRF I
PRAE IR K UG 20 i 8 = AR BEgE
miR-126 7556 kBB CT {H 73 AL v 45 4k 784 55 21 4k
TR B o A, £ A AR g RO R O AR R R R
miR-126 FiK/K Vil , miR-126 FKik/K V16 L R

WRISEEAEZGE 2019 4F 5525 % SH5 )

AR TSR, 2R miR-126 KKK CAD ™

HAE S HATCIE, miR-126 Rk FIH# B

REALARBE CT 3 11 K oe kit 5 0 R AN R, 9 7% 52

bz X n] gexs B E N R BUE BA SIAEH .

Sun 1 1, miR-126 58 30 1A P9 A KR T

( vacular endothelial growth factor, VEGF) % fiffeg 4= 1

D7 B I 4540 1M A8 PN B2 40 A 1 3 9, ] R fie

SRS FEREHR AT 1

2 & W

1 Opstad TB, Brusletto BS, Arnesen H, et al. Cigarette smoking repres-
ses expression of cytokine IL-12 and its regulator miR-21-An observa-
tional study in patients with coronary artery disease[ J]. Immunobiolo-
gy,2017,222(2) : 169-175.

2 Rong X, Jia L, Hong L, et al. Serum miR-92a-3p as a new potential
biomarker for diagnosis of kawasaki disease with coronary artery le-
sions[ J].J Cardiovasc Transl Res,2017,10(1): 1-8.

3 AR RS A KRR A EmAT AT A T S AR ST & A
dn %A% miRNAs RF a9 [J]. A2 & F 2 4 &,2018,24
(1).31-33.

4 Chen B,Luo L,Zhu W, et al. miR-22 contributes to the pathogenesis
of patients with coronary artery disease by targeting MCP-1; An obser-
vational study[ J]. Medicine (Baltimore) ,2016,95(33) . e4418.

5 Lin DC,Lin JB,Chen Z,et al. Independent and combined effects of envi-
ronmental factors and miR-126,miR-143 ;and miR-145 on the risk of cor-
onary heart disease[ J].J Geriatr Cardiol ,2017,14(11) : 688-695.

6 Wang X,Lian Y, Wen X, et al. Expression of miR-126 and its poten-
tial function in coronary artery disease[ J]. Afr Health Sci,2017,17
(2) :474480.

7 Shah N,Soon K, Wong C, et al. Screening for asymptomatic coronary
heart disease in the young 4t risk” population: Who and how? [J].
Int J Cardiol Heart Vasc,2014,6(12) :60-65.

8 Yu XY, Chen JY, Zheng ZW, et al. Plasma miR-126 as a potential
marker predicting major adverse cardiac events in dual antiplatelet-
treated patients after percutaneous coronary intervention| J ]. Eurolnt-
ervention,2013,9(5) ; 546-554.

9 Wu H,Zhang J. miR-126 in peripheral blood mononuclear cells nega-
tively correlates with risk and severity and is associated with inflam-
matory cytokines as well as intercellular adhesion molecule-1 in pa-
tients with coronary artery disease [ J]. Cardiology,2018,139(2) .
110-118.

10 Sun Y, Liu XL, Zhang D, et al. Platelet-derived exosomes affect the
proliferation and migration of human umbilical vein endothelial cells
via miR-126[ J]. Curr Vasc Pharmacol ,2018 ,17(4) :379-387.

11 Norgaard BL, Leipsic J, Achenbach S. Coronary CT angiography to
guide treatment decision making: lessons from the SYNTAX II trial
[J].J Am Coll Cardiol ,2018,71(24) :2770-2772.

12 Kishi S, Giannopoulos AA,Tang A, et al. Fractional flow reserve esti-
mated at coronary CT angiography in intermediate lesions ; comparison
of diagnostic accuracy of different methods to determine coronary flow
distribution[ J ]. Radiology,2018,287(1) : 76-84.

13 Gu H,Gao Y,Hou Z,et al. Prognostic value of coronary atherosclero-
sis progression evaluated by coronary CT angiography in patients with
stable angina[ J]. Eur Radiol ,2018,28(3) : 1066-1076.

(2018-06-06 A5 2019-08-24 151 )



