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HWE B8 48T AR K (AP) B 5 ik #/)s RNA-551-5p(miR-551-5p) . # > RNA-126a-5p ( miR-126a-5p)
FkKFEH AP BEAREMAEE, FiE KE 127 ) AP B E 66 R KA, RERIE T /2 E 5 A% AP(MAP
21)63 ¥l FoE 52 AP(SAP 21)64 41 ; % L If B b 60 4] A 428, KA 558 E 8 PCR(gRT-PCR) 4l 3 48 fn 7%
miR-551-5p #= miR-126a-5p /K-, & J B 5% %, 95 B ok (ELISA ) 4l e F O A% 6 (IL-6) . & /& 18 (IL-18) AF 75 3%
LB F a( TNF-a) .C K% &G (CRP) &4 B ( AMS) & 5 B B (LPS) 7K -F ; #] i Pearson i% £ #7 f2. /& miR-551-5p &
miR-126a-5p 7K-F 5 & # Ranson 745 ZM4 A 8 5 1% M4 B 3F 45 (APCHE 11 ) 7% o, s & A ALFE AR 00 X R 4 %X
# TAEHFAE(ROC) W 25, #F4% f2 7% miR-551-5p & miR-126a-5p 7K -F 3+ AP #9345 Wi 18 ; R A Logistic B3 247+ 4 %
W AP 89 e B &, &R 5T MBI SAP 48 fo 3% TNF-o IL-6 . 11-18 .CRP AMS LIPS 7K ¥ Ranson % APCHE Il +F
SR EIHZH (¥ P<0.05) ,MAP 21 7% 116 IL-18 . AMS LPS 7K -F Ranson & APCHE I #£ 4 2 &4 & (3 P<0.05) ;
5 MAP b4z SAP 40 e TNF-o IL-6 . CRP 7K-F Ranson & APCHE Il ##% % % # % (39 P <0.05) , Pearson #8 %
P H B, foF miR-551-5p 5 TNF-a IL-6  AMS LPS 7K+ Ranson % APCHE I 34 2 iEA48 % (r 4R K 4 0.755,
0.684,0.531,0.519,0.712,0. 679,35 P <0.05) ; f2 7 miR-126a-5p 5 1L-6.1L-18 . AMS 7K % Ranson iF % 2 EA48 %
(r {A4& K 40.711,0. 678,0. 628,0. 701,39 P <0.05) ; f2 7% miR-551-5p. miR-126a-5p # B SAP # ROC W & T @
(AUC) %-#] 0. 809.0. 800, B B4 55 4 2.01 1. 54 , B4 7 4 73.1 % 85.3 % 45 F 554 82.8 % 72.4 % ;
ZEBAVETA AUC 4 0.965, 8K B 1 96. 5% ,4F 12 4 82.4% 3 % W& logistic 5 #7427 &K F & if AMS,
LPS .miR-551-5p . miR-126a-5p & AP 4§ £ B &, £t o F ZHAKF miR-551-5p & miR-126a-5p THE LB AP &% Jath
JEEARE R SAP B TS 0 AR
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Correlations between serum miR-551-5p and miR-126a-5p levels with severity of acute pancreatitis L/ Gang, WANG
Xue-li*. Hanzhong 3201st Hospital, Hanzhong 723000, China

Abstract Objective: To detect the expression of serum microRNA-551-5p ( miR-551-5p) and microRNA-126a-5p
(miR-126a-5p) in patients with acute pancreatitis ( AP) , and to explore the correlation between their expression levels and
the severity of AP. Methods: The clinical data of 127 patients with AP were collected, and the patients were divided into 63
cases of mild AP (MAP group) and 64 cases of severe AP (SAP group) according to the severity of the disease. The 60
healthy subjects were selected as the control group. The levels of serum miR-551-5p and miR-126a-5p in each group were
detected by real-time quantitative polymerase chain reaction (qRT-PCR), and the contents of serum interleukin 6 (IL-6),
IL-18, tumor necrosis factor a (TNF-a) , C-reactive protein (CRP), amylase (AMS), and lipase (LPS) were determined
by enzyme-linked immunosorbent assay ( ELISA). The relationship between miR-551-5p and miR-126a-5p expression levels
with the Ranson score, acute physiology and chronic health evaluation II (APCHE II ) score, serum biochemical indicators
in patients with AP was analyzed by the Pearson method. The diagnostic value of miR-551-5p and miR-126a-5p in AP was e-
valuated by drawing receiver operating characteristic (ROC) curve. The risk factors of AP were analyzed by Logistic regres-
sion. Results: Compared with the control group, the levels of TNF-a, IL-6, IL-18, CRP, AMS, LPS, and Ranson and
APCHEII scores in the SAP group were significantly increased (all P <0.05) ; the levels of IL-6, IL-18, AMS, LPS, and
scores of Ranson and APCHE Il in the MAP group were significantly increased (all P <0.05). As compared with the MAP
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group, the levels of TNF-at, 1L-6, and CRP, and Ranson and APCHE I scores in the SAP group were significantly increased
(all P<0.05). Pearson correlation analysis showed that serum miR-551-5p was positively correlated with TNF-«, 1L-6,
AMS, LPS levels, Ranson and APCHE Il scores (r values were 0.755, 0.684, 0.531, 0.519, 0.712, 0.679, respective-
ly, all P <0.05) ; serum miR-126a-5p was positively correlated with IL-6, IL-18, AMS levels and Ranson scores (r values
were 0.711, 0.678, 0.628, 0.701, all P <0.05). The ROC curve results showed that the areas under the curve ( AUC)
for miR-551-5p and miR-126a-5p in the diagnosis of SAP was 0. 809 and 0. 800, the cutoffs were 2.01 and 1. 54, the sensi-
tivity was 73. 1% and 85.3% , and the specificity was 82.8% and 72.4% respectively. The AUC of the combined diagnosis
was 0.965, the sensitivity was 96.5% , and the specificity was 82.4% . The multivariate Logistic analysis showed that high
serum AMS, LPS, miR-551-5p, miR-126a-5p levels were risk factors for AP. Conclusion: The high levels of miR-551-5p

and miR-126a-5p in serum may reflect the severity of AP patients, which is a potential index to evaluate the prognosis of SAP

patients.
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FEJE R 43 M ERAE AP (mild AP, MAP) 5 5iE AP ( se-
vere AP, SAP) ™ ffF 5 2 B 1fi 7 f /1y RNA-551-5p
(miR-551-5p) FIfi /1N RNA-126a-5p ( miR-126a-5p)
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6 i == O—E BRI 127 il AP &)
w R G 4h MAP 20 Fil SAP 40, MAP # Ranson
PO < 3 41 2ot A B 548 MA@ BE AN T (acute
physiology and chronic health evaluation II , APACHE
1 )34 <8 43, SAP 41 HA& F iR &2 — :Ranson
P43 = 3 43 APACHE 11 #7453 =8 43, . MAP 41
63 B ( B 30,4 33) 44 30 ~75 &, FH (53,12 +
7.13) % ;SAP 4 64 5] (5 32,4 32) , 444 30 ~ 75
% FH(54.73 £6.84) % Jy R BRI g R ARG &
60 B X RRLH (55 27,4 33) 4RIk 25 ~ 71 ¥, -1y
(54.82 £7.18) %, £SHAFWE Mtk , 22 7 gt
HEE (¥ P>0.05) , AR ok,
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T2 2 TP R 2 A e A v 5 B3R
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i EZE N U (e e AR S RO N e i Y B
M M OB R,

FRASRAE AP 41T 5005 24 h P X BRAH TR as
JERAEF KI5 mL, B T EP 4P,4°C , A3 000 r/min,
B0 20 min, W VEWE T 91— EP &N, - 80°C
PRAE I ERR DRI It 2 fiff 5236 % 46 AR 22 miRNA
D I S 39 v, DT ok 50 53 P S 3 IR AR, SR
i PCR (quantitative real time polymerase chain reac-
tion, qRT-PCR ) %4z I Il 7 miR-551-5p , miR-126a-
5p FIARAXTF IR &, #4218 Trizol i7) & (Invitrogen 2
A)) VLTRSS B RNA | AR SEEHE B RNA
W R 400ng/pL, SR8 J5 B 1L RNA FEA 50 f5 7
B R ARSNGB A5 5100 7 RNA 160280 nm
) 1% % BE, 0D260/0D280 % & RNA 1) 4fi & Jy
1.821, %M miRNA JSCFE SR & BE L K2 e
RNA J2 % 5% % ¢DNA, Z J5#% . SYBR Green RCR
master mix {7 158 B BC fe AR & e, qRT-PCR
SV AR Z IR 20 wL: SYBR Premix Ex Taq II (2 x)
10 pl,cDNA 2. 0 pL, E T E5 9145 0. 8 pL, ROX
Reference Dye II (50 x )0.4 pL,ddH,06.0pL, 5¢
UG H A6 E B PCR AL F AT v, B %
E M :95°C 305,95°C 15 5,60°C 155,72°C 15 5,340
MBI, 72 CLAIE 10 min, VA U6 NS HEH 5]
Pyeh R TA W) TR (i) e A BRAS R 0, 514
Wit WaR 1, ROVASH S WA B |, It I 15 4040
Ct [HHEAT 2307, R 1 2-AACt 538 1M 75 miR-551-
5p..miR-126a-5p FHXT ik,

%1 qRT-PCR 3|47 7]

AR EE 5| 5—3" B #15] 4 5—3"
u6 ATTGGAACGATACAGAGAAGATT GGAACGCTTCACGAATTTG
miR-551-5p ACGCTCAGTTAATGCTAATCGTGATA ATTCCATGTTGTCCACTGTCTCTG
miR-126a-5p GGGAAUAGUAGCUGUCAAATT UUUGACAGCUACUAUUCCCTT
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i A AH S 6 B RS TN+ 7 FH) Tt I £ 92 WA B 125 (en-
zyme linked immunosorbent assay, ELISA ) K Il IfiL 7
A% 6 (interleukin 6, 1L-6) (IL-18 . fifgd P 5E X 1
a( TNF-a) ,C IV % F1 ( CRP) | 3€ #3 il ( amylase,
AMS) % 5 iy (lipase, LPS) &4, A TNF-o K50
R & A v B A Sl A PR H N IL-6 ELISA
WG A BT AR R A B A RN IL-18
ELISA 50 & [ 1 5L 4 50l A PR A W LN CRP
R G [ 2N HE W R AT BR 28 #] L LPS
WA G H AT R AR A RA R, 4%
HEULRH B TR, 50 45 IR o B N 52 1070 &
(REFAK IR ) - KM 7 AMS 154

Yeit A3 SR SPSS 17.0 Siit2r i, 4%
HIEBS AT TRILL (7 £5) #1240 0] HLER
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KH ¢ K5, Z 48] LR FH F K5 >R H Pearson
AT HIOCTE ST s ROC T ZR /T Il miR-551-5p
Al miR-126a-5p X AP ™ & 2 & (112 Wi 1 ; %
Logistic [BIA M HT IR EAG I AP KA fERE P &K
PhP<0.05 AESAGITFEL,

# R

f i ACIEAR A AP B EARE SR,
SAP 4 IfiL i TNF-o IL-6 IL-18 .CRP, AMS . LPS 7K -,
Ranson }% APACHE 11 ¥4 i 3 F+ & (3 P <0.05) ;
MAP ZH IfiL 7 T1L-6 .IL-18 . AMS . LPS 7K°F Ranson % A-
PACHE II -7 1. 2 TH (3 P <0.05) ; 5 MAP 411t
&5 SAP A 1ML 7 TNF-a TL-6 ,CRP 7K3F Ranson & A-
PACHE I #¥53- FHm (33 P <0.05) , W3k 2,

%2 3UAMEAMERE AP FERE K (% xs)
20 3\ 11 TNF-a( pg/mL) IL-6(pg/mL) IL-18 (pg/mL) CRP(mg/L)
bk 60 12.11 £2.01 15.62 +2.61 21.63 £3.58 6.18 £1.13
MAP 48 63 12.14 £2.01 200.16 £31.24" 105.12 £17.11° 7.61 £1.27
SAP 41 64 13.27 +2.61** 534.67 +87.69 ** 111.38 £20.10" 12.61 £4.29**
207 1) AMS(U/L) LPS(U/mL) Ranson ##4-( 4°) APACHE I1 4 ( 4")
iR 60 101.92 £28.12 1.20 £0.21 1.03 £0.17 6.54 £1.01
MAP 41 63 238.61 £39.77" 1.79£0.27" 1.32 £0.22 = 7.94+1.32"
SAP 48 64 241.59 +40. 11" 1.81+0.33" 3.26 £0.54** 8.13+1.31"*

.5 AELE P <0.05;5 MAP 4135, *P <0. 05

#2 3 miR-551-5p #= miR-126a-5p A8+ & ik &
5%t B A, 2 4 AP R K ILTE miR-551-5p . miR-
126a-5p AIXTRIA B E TS, H SAP 45 T MAP
H(¥P<0.05), WFE3,

%3 3 4% miR-551-5p 1 miR-126a-5p 44 % & & &

(% +5)

28 31 11 miR-551-5p miR-126a-5p
*t B84 60 0.96 +0.27 1.01 £0.26
MAP 28 63 1.34+0.39" 1.26+0.39"
SAP %1 64 2.17 +0.76** 1.98 +0.67 **

E. GBI T P<0.05;5 MAP 225635 *P <0.05

A2 7 miR-551-5p #= miR-126a-5p K-F 5 &5 4%
XM Pearson AHICHES T 7R | ILVE miR-551-5p
5 TNF-a . IL-6 . AMS | LPS 7K Ranson K APACHE
I R IEA G (¥ P <0.05), 51 1L-18
CRP /K TCH KME (# P >0.05) ; miR-126a-5p 5
MY 1L-6 \IL-18 . AMS 7KF- J% Ranson 43 5 1EAH ¢
(¥ P<0.05), 517 TNF-a ,CRP ,LPS /K }% A-
PACHE II W4 JeAH M (5 P >0.05) , L3 4,

%4 Mm% miR-5515p . miR-126a-5p AT 5 & 364740 5% 1

L miR-551-5p miR-126a-5p
RO

T P r P
TNF-a 0.755  0.000 0.139  0.871
IL-6 0.684  0.001 0.711  0.000
IL-18 0.312 0.674 0.678  0.002
CRP 0.259 0.715 0.257 0.736
AMS 0.531  0.007 0.628 0.003
LPS 0.519  0.008 0.151  0.866
Ranson #F4- 0.712  0.000 0.701  0.000
APACHE II #% %~ 0.679  0.001 0.312  0.711

f 7% miR-551-5p & miR-126a-5p % SAP #i4"
WA DL MAP ZHF SAP 4H 3 17 miR-551-
5p.miR-126a-5p /KF-AFE ROC #i £k, 45 5% Wow , I i
miR-551-5p .miR-126a-5p 2 Wi SAP 19 i1 & T i i1
(area under the curve,AUC) 43 51-5 0. 809 (95% CI .
0.783 ~0.912,P <0.05) .0.800(95% CI:0.712 ~
0.867) , B W 1B 43l A 2. 01, 1. 54, S 431
73.1% 85.3% ,F¢ k5350 R 82.8% \72. 4% ; &
A2 W B AUC 0. 965 (95% CI:0. 866 ~0.953) |
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o 20 0 50 80 100
14tk
1 7% miR-551-5p miR-126a-5p % # SAP # ROC # %
e AP W S BE M AP BB/ EEER
HAs & LU TNF-o  IL-6 IL-18 .CRP ,AMS LPS |
miR-551-5p .miR-126a-5p & H A IF T LN E Lo-
gistic [H1 0350 #7, 45 5 B /R 1L AMS  LPS . miR-551-
5p.miR-126a-5p /KFJ& AP BIfERINE, WS,

Wit

AR B 2 F AR R ] miRNA I g2 5
T AP &R ST X% %Y & B miR-213p
FERK-BE AP 7 E AR BRI TH R . Zhang 25
WFFE ], MAP 2171 SAP 41 534 I 35 48 4 40 i (5 7
KB S T BB 13 miR-551b-5p 7E MAP 41
FSAP B h B m &5, 2 5 W RAE ROV, IF
HAG 5% ™ B AR A 5, b E %" B os & B
SAP B E ML miR-551b-5p Fik /K F0H &8T5, H
55 SAP = E R E I D RERE MO . Liu 45 F
JH qRT-PCR 3% A5 MAP HI SAP £ 2 I3 miR-
NA , 45 5 % IAUFE miR-551b-5p 75 19 2 %0 miRNA
FIRKF B3 T, ROC Z5 K miR-551b-5p 7]
O AP (Y EARRE, AHFSE 2 4 SAP A I
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75 miR-551-5p KF M & & FxF B, H 5
TNF-a IL-6 , AMS, LPS 7K°F  Ranson /2 APACHE II
P IEAR K SR M miR-551-5p KPS % THes
XF AP 1 KA A — e RAEH ; SAP 4 miR-551-5p
V-2 R T MAP 41, #8713 miR-551-5p I Ag
Z 5T AP kKRR, o] fig 55 15 ™ 5 R B AE O,
O A REWFSTHGE miRNAs 2 55 2R 4
PR P AT R F A 40 b4 g A A R T
TEZF miRNA 1, microRNA-126a-5p 1EMi T O
S P AR R RFEE , Xu
T AT AR K BB A 1 FH AR 2 TR0 538 26 L
FFEL Pt 0 ik 5 1% ( persistent pulmonary hypertension
of newborn, PPHN ) #F 2 #f 3¢ 1) miRNA, 45 53 2 /R
miR-126a-5p ik FHEr , I RE R B T N K2 ] [A] 58
AR, L ZE AL AT BB 5 p85-B/p-AKT i&
A K, ABFFEH 2 H AP B E 1M miR-126a-5p
AR S X R 2 5 i 10-6 11L-18 LAMS 7K
V- K& Ranson P43 5 1IEAH G, #2755 M1 miR-126a-5p
)55 IR AT el B AR S 5 RGE ;2 4
AP B L7 miR-126a-5p K& 71, H SAP 41
BT MAP 4, #4875 miR-126a-5p W] fig 5 5% 15 ™
ARG e H 3 3R K 7 mT BT Bk 3 He o TS
HAEZEZE XL, AP J2—Fh P90 RO, SHLARSZ
205 , RE N T R R N 20 B AR
5T, SAP 415 MAP 4H & & Il i 116 TL-18
AMS . LPS 7K Ranson & APACHE 1T 34344 81 &
T XTI, $OR AP A M miR-126a-5p . miR-
126a-5p 54 Fk X RAE R = A mE R mER , vl
RERY P2 miR-126a-5p .miR-126a-5p i i J 4P 3
VTS , FeR AN BE S 2 Pk R 30 1) 45 B B BCAAR
AT S5 ke R P DX 2, Y R 1, 5 ke 1 SR AR

28 R I3 miR-551-5p .miR-126a-5p /K3
AIRER ML AP SRE T R, 2PN SAP B
ok dE iy

x5 BWMAPWELEENN

BB E B SE Wald x* P OR 95% CI
TNF-a 0.512 0.437 1.372 0.003 1.668 0.762 ~3.652
IL-6 0.279 1.410 0.039 0.103 1.322 0.669 ~2.612
IL-18 0.189 1.021 0.034 0.101 1.209 0.628 ~2.326
CRP 0.216 0.120 3.240 0.002 1.241 0.712 ~2.163
AMS 0. 455 0.316 2.070 0.035 1.576 1.126 ~2.205
LPS 0.913 0.437 4.355 0.015 2.491 2.131 ~2.914
miR-551-5p 0. 455 0.316 2.070 0.035 1.576 1.126 ~2.205
miR-126a-5p 0.913 0.437 4.355 0.015 2.491 2.131 ~2.914

(F#5% 215 7))
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II #£43 > PCT > SOFA #¥43 > CRP, JR KIM-1 % L-
FABP ZKF-35 0] Bl B T PFAh e B2 AE. AKT, 3588 FLIT
flFaFR AT LA R AE BRI A SR B, /R TEIIf
PR AKIL 41BN R a5 2 00 R4 47, PRI R A=
Yibn SR O 28 B IR A B T I R R
FTFi, IR KIM-1 2 L-FABP /K421 AUC 5
F APACHE 11 ¥143 .SOFA 143 .PCT % CRP, #&/R45F
S B A 8 B T B B RE AKT (4 i S ey
HOBEA IR KIM-1 & L-FABP /K F-454%, H AUC ik
0. 818, F5 At FH T A (BB K
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