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Prognostic significance of MicroRNA-200c¢ expression in cancer tissues of patients with non-small cell lung cancer
ZHANG Yang — fan™ , HAO Yao'. Yulin First Peoples Hospital, Yulin 719000 , China

Abstract Objective: To investigate the prognostic value of microRNA-200c¢ expression in non-small cell lung cancer
(NSCLC) patients. Methods: 100 patients with NSCLC receiving pulmonary lobectomy, pneumonectomy combined with sys-
temic lymphadenectomy therapy in our hospital from Jan. 2011 to Dec. 2012 were selected as study subjects. All diagnoses
were confirmed pathologically. Patients were divided into microRNA-200c¢ low expression group (n =40) and microRNA-
200c high expression group (n =60) according to the expression level of microRNA-200c in NSCLC tissues. The relationship
between the expression of microRNA-200c¢ in NSCLC tissues and clinicopathological features was analyzed. The risk factors
affecting the prognosis of NSCLC patients were analyzed by univariate and multivariate unconditional Cox regression. Kaplan-
Meier survival curve was drawn to analyze the relationship between the expression of microRNA-200¢ and prognosis in NSCLC
tissues. Results: The expression level of microRNA-200¢ in NSCLC tissues was (7.65 +£2.01), significantly higher than
that (4.01 £0.88) in normal tissues (z= -16.59, P <0.05). The expression of microRNA-200c¢ in NSCLC tissues was
not correlated with age, sex, smoking history, alcoholism history, histological type, differentiation degree, tumor diameter
(P >0.05), but with TNM stage, N stage (P <0.05). Univariate and multivariate Cox regression analysis showed that N
stage (stage N1-N2) and high expression of microRNA-200c were risk factors for progression-free survival and overall surviv-
al in NSCLC patients (P <0.05). The Kaplan-Meier survival curve showed that the progression-free survival rate and over-
all survival rate of NSCLC patients with high expression of microRNA-200c¢ were significantly lower than those of low expres-
sion of microRNA-200¢ group (P < 0.05). Conclusion: High expression of microRNA-200c in cancer tissues is not condu-
cive to the prognosis of patients with NSCLC, and microRNA-200c¢ can be used as a molecular marker to evaluate the progno-
sis of patients with NSCLC.
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