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Drug-resistant phenotype and gene analysis of 114 strains of hydrocarbon-resistant Klebsiella pneumoniae L/U
Yong-rong, He Li-fei* , Yu Ya-min, XIONG Fei-liang, DENG Ning, ZHAO Qiao. People’s Hospital of Ningxiang City,
Ningxiang 410600 , China
Abstract Objective: To analyze the drug-resistant phenotypes and genotypes of 114 strains of hydrocarbon-resistant
Klebsiella pneumoniae ( CRKP) to provide evidence for the control of the transmission and clinical treatment of K. pneumon-
iae. Methods: 114 CRKP strains isolated from sputum samples of hospitalized patients were selected, and VITECK2 automat-
ic bacteria identification instrument was used to identify the strains and verify their drug sensitivity to carbapenem. The modi-
fied carbapenem inactivation method (mCIM) was used to detect the drug resistance phenotype of CRKP. The PCR was used
to detect the resistance genes of blaKPC, blaNDM, blaIMP, blaVIM, and blaOXA4. Results: The positive rate of 114
CRKP strains detected by mCIM was 95.61% , and the drug-resistant phenotypes were all KPC type. The drug resistance
rates of drug-resistant bacteria to penicillins, cephalosporins and carbapenems were all 95% -100% . The drug resistance
rates to aminoglycosides, quinolones, tetracyclines and chloramphenicol drugs were 70% to 75% , 82% to 87% , 90% to
95% , and 80% to 84% respectively (all P <0.05). After PCR, the positive detection rate of blaKPC was 100% . Pulse gel
electrophoresis ( PFGE) molecular typing was divided into 13 spectral types, the dominant type was KPNOL. 005 (35
strains) , and the similarity coefficient between strains was over 92. 0% . Conclusion: The drug resistance of CRKP in our
hospital is very serious, which is closely related to the blaKPC resistance gene. The surveillance of bacterial resistance and
hospital infection should be strengthened.
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KPNO1. 001 2 1.8
KPNO1. 002 1 0.9
KPNO1. 003 2 1.8
KPNO1. 004 3 2.6
KPNO1. 005 35 30.7
KPNO1. 006 6 5.3
KPNO1. 007 4 3.5
KPNO1. 008 2 1.8
KPNO1. 009 28 24.6
KPNO1. 0010 3 2.6
KPNO1. 0011 3 2.6
KPNO1. 0012 23 20.2
KPNO1. 0013 2 1.8
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