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Mutation pattern and prognosis of diffuse large B cell lymphoma originated from different sites ZHANG Wei, LI
Deng-ju, HUANG Li-fang, HUANG Liang, XIAO Min™ , ZHOU Jian-feng. Tongji Hospital, Tongji Medical College, Hua-
zhong University of Science and Technology, Wuhan 430030 , China

Abstract Objective: To study the mutational features and prognosis of diffuse large B-cell lymphoma ( DLBCL) origi-
nated from different sites. Methods: The pathological data of 302 cases of DLBCL were collected. Lymphoma-associated tar-
geted next-generation sequencing and fluorescence in situ hybridization study were performed on each sample. Results: DL-
BCL originated from different sites demonstrated heterogeneity in genetic features. MYC translocation was significantly com-
monly detected in DLBCL originated from the bone and breast. BCL6 translocation was more frequent in DLBCL originated
from the spleen and breast. An overwhelming proportion of DLBCL originated from the testis, central nervous system, and
vitreous body harbored MYD88 1265P, CD79B, PIMI, and IGLLS mutations. Most primary cutaneous DLBCL carried
MYD88 1265P, CD79B, and ETV6 mutations. In addition, primary mediastinal DLBCL had a distinct mutation pattern com-
pared with other DLBCL cases. In terms of prognosis, patients with DLBCL originated from the gastrointestinal tract, central
nervous system, and testis showed a significantly shorter 5-year overall survival than those with DLBCL originated from the
lymph node, Waldeyers ring, and mediastinum. Conclusion: The differences of genetic features and prognosis of DLBCL o-
riginated from different sites indicated the heterogeneity in pathogenesis, and provided novel insights in identifying potential
distinct DLBCL entities, as well as individualized treatment and precise prognosis evaluation for patients with DLBCL.
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DLBCL f3# v, fe & UL % 3% [N A8 53 IGLLS 28 4%
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PIM1 2874558 32 ) s @) & YA B DLBCL ( HA I & il
R A8 R ) s IR & I IE DLBCL; © )5 & HoAh 2%
S AL DLBCL, Frfy & ¥4 T 8 Ny an e
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A & S DLBCL w1, BCL6 & i % UL, H 5
BCL6 5 Z£EBERS H il CD70 . CCND3  PIM1 %3
PR 225 Ky SR I R 3 20% , SR e i 4 ik &, 1
LR B JE T BN27 4337 A {H 2 [ bR A 52 46 i
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DR, BAEIR A A5 HMERALEY) DLBCL rhHAG HY R
¥R K # T 10% , 3% 7] i 5 # [F DLBCL %
“EZB” J3 LB AR M RS R B, LT
AT IR) I #EH BCL2 By Ml EZH2 28725 (1) f 3 1
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