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Evaluation of plasma soluble receptors for advanced glycation end-products on the prognosis of critically ill patients
with ventilator-associated pneumonia TANG Jin, ZHANG Wen, XU Xiao-mei, YANG Zhi-long, LIU Ke-xin, WANG Xue-
bin". Jian Hospital of East Hospital, Jian 343000 , China

Abstract Objective: To observe the predictive effect of receptors for advanced glycation end products (RAGE) and
their metabolites soluble receptors for advanced glycation end products (sRAGE) on critically ill patients with ventilator-asso-
ciated pneumonia ( VAP). Methods: The retrospective analysis was done on 40 cases of VAP. All the patients according to
the 28-day survival were divided into two groups: survival group (24 cases) and death group (16 cases). The RAGE mRNA
expression in human peripheral blood mononuclear cells (PMBC) was detected by real-time-PCR. ELISA method was used
to detect the protein expression of sSRAGE, IL-6, IL-8 and TNF-alpha in the plasma and serum of patients. Correlation be-
tween these indicators and mortality in VAP patients was analyzed by ROC curve. Results: The 28-day mortality in VAP pa-
tients was 40% (16/40). As compared with survival group, the RAGE mRNA, PCT, IL-6, TNF-a and sRAGE levels in
death group were significantly increased (P <0.01 or P <0.05). The area under the ROC curve of the plasma sRAGE level
was 0.779, and the best cut-off point was 2.59 ng/L.. The sensitivity and specificity of the assay were 81.3% and 73.9%
respectively (P =0.003). Under the other ROC curves, the area of PMBC RAGE mRNA, 1L-6, TNF-o, PCT and CRP was
0.749, 0.872, 0.720, 0.879, and 0. 310 respectively. Conclusions: The elevation of plasma sRAGE and PMBC RAGE
mRNA is closely related to the death of VAP. The level of sSRAGE in plasma has a certain significance in predicting the prog-
nosis of VAP patients.
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RAGEmRNA 0.749 0.46 1 56.5 0.009
sRAGE 0.779 2.59 81.3 73.9 0.003
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