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Abstract Objective: To evaluate the expression of miRNA-185 in different clinicopathological characteristics of color-
ectal cancer and its value as a prognostic marker. Methods: Totally, 130 patients with colorectal cancer were retrospectively
selected. The expression level of miRNA-185 was detected in cancer tissue specimens and normal tissues adjacent to cancer
by fluorescence quantitative PCR. The miRNA-185 expression in different clinicopathological data was compared. Multivari-
ate Cox regression and ROC curve were used to evaluate the prognostic value of miRNA-185. Results: The level of miRNA-
185 in colorectal cancer tissues was significantly lower than that in normal tissues adjacent to cancer (0.176 +0. 085 wvs.
0.349 £0.114, P<0.05). The expression level of miRNA-185 was not significantly correlated with gender, age, degree of
differentiation, tumor location and size (P >0.05) , but the expression was lower in stage ll[-IV colorectal cancer and lymph
node metastasis tumor tissues (P <0.05). The ROC curve analysis of postoperative tumor progression showed that the area
under the curve of miRNA185 was 0.816 (95CI1% : 0.716-0.923) , sensitivity was 70.21% , and specificity was 83.23%.
Multivariate Cox analysis showed TNM stage -1V (HR = 2.417, 95% CI. 1.362-4.289), miRNA-185 low expression
(HR =3.121, 95%CI . 1.603-6.077) were prognostic risk factors. Conclusion: The expression of miRNA-185 is down-reg-
ulated in colorectal cancer tissues and can be used as a potential marker of progression-free survival after colorectal cancer surgery.
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