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FEE B 69 AT 0 M A B2 2467 (miR-2467 ) \miR-96-5p £ 4&4k B 45 f s (GDM) W 69 s JR & 3L, 7 ik : 44
A 108 4] GDM 421 % & 4F 5 GDM 41, 7 iL BUR] B = 4 69 48 5 5 542 82 ) A b 48, 1Ak 2 4 7 miR-2467
miR-96-5p ABxt ik B VA B W o ¥z (FBG) . )5 2 h fa %5 (2hFBG)  #E4b fe 21 %% & (HbAlc) (M B & 3547 35 3¢
(HOMA-IR) , % #7 miR-2467 .miR-96-5p 5 Li¥ 4548470940 & M, KA Logistic % L= JZHEA 547 GDM & A 8 &
R &, 8 2K TARHAE i £, 5 AT miR-2467 . miR-96-5p 4% GDM &5 ¢h & F @ AR (AUC) , %R :GDM 48 fe 3
miR-2467 %.ix \FBG .2hPG HbAlc K -F % HOMA-IR & F 5+ 40, miR-96-5p £ ik &k T *+ B 40 (P 3 <0.05), Pearson
#0% M 27 fiE miR-2467 %k 5 FBG.2hPG . HbAle (HOMA-IR 2 EAR% , fo ik miR-96-5p & ik 5 ik 4 47
ZAARA(PH <0.05), Logistic 3 L= )3 57 Z-F 41 BMI 3 %k =1. 73kg/m” 3 ¥ 37 BMI 3 % =4. 88kg/m’ 4%
Ji R . miR-2467 =3.44 2 GDM £ 444 £ A % ,miR-96-5p=1.95 ;2 GDM & A #4944 B % (P <0.05), ik
miR-2467 B4 miR-96-5p 3% 46 GDM ¢4 AUC 3 0. 865, # % B 4 7 E 5 51 % 91.50% 81.50% , % #: miR-2467 .
miR-96-5p 5 GDM % % fo #3545 47 % HOMA-IR 4 f£ 48 % M | st3f45 GDM B A — & & 3L,
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Abstract Objective: To investigate the clinical significance of microRNA 2467 (miR-2467) and miR-96-5p in gesta-
tional diabetes mellitus (GDM). Methods: A total of 108 inpatients with GDM were included as the GDM group, and 82
pregnant women with normal glucose tolerance during prenatal examinations were included as the control group. The relative
expression levels of miR-2467, miR-96-5p, fasting plasma glucose (FPG) , 2-h postprandial blood glucose (2hPG) , hemo-
globin Alec (HbAlc) and homeostasis model assessment-insulin resistant index (HOMA-IR) were compared between the two
groups, and the correlation between miR-2467, miR-96-5p and the above blood glucose indicators was analyzed. Logistic
multivariate regression modeling was used to analyze the risk factors of GDM, and subject working characteristic curve was
drawn to analyze the area under the curve (AUC) of miR-2467 and miR-96-5p to evaluate GDM. Results: The expression
levels of serum miR-2467, FPG, 2hPG, HbAlc and HOMA-IR in GDM group were higher than those in control group, and
the expression of miR-96-5p was lower than that in control group (all P <0.05). Pearson linear correlation analysis showed
that the expression of serum miR-2467 was positively correlated with FPG, 2hPG, HbAlc and HOMA-IR, and the expression
of serum miR-96-5p was negatively correlated with the above 4 indicators of blood glucose (all P <0.05). Logistic multiple
regression analysis showed that the increase of BMI =1.73 kg/m’ in early pregnancy, BMI increase = 4. 88 kg/m’ in the
second trimester, family history of diabetes and miR-2467 =3. 44 were risk factors for GDM. miR-96-5p=1.95 was a pro-
tective factor for GDM (P < 0.05). The AUC of serum miR-2467 combined with miR-96-5p for evaluating GDM was
0.865, with sensitivity and specificity of 91.50% , and 81.50% , respectively. Conclusion: There is a correlation between
miR-2467, miR-96-5p and blood glucose index and HOMA-IR in GDM, which has certain evaluation significance for GDM.
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miR-96-5p & i miR-96 R4 5 I (14 & i i >k, ]
REALTEME PR T & 4% T T AE . S5 A s R B0
miR-2467-3p/Twistl {5 5 il #% 0] #% IR b 7 6] i &%
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2. (L3 miR-2467 .miR-96-5p kK ;2 417
PRI RAE 3 mL 23 IR K L, DUBEAL B, ARG
T AR T I o SR FH S5 306 e SR 5K 5 I B S N ik
( quantitative real-time reverse transcription polymerase
chain reaction, qRT-PCR) #;il] 2 £ Ifil 7& miR-2467 .
miR-96-5p FKik/KF- FZALER hy 5 AP e AR
( Z2[# Thermo /A &] , Nanodrop 2000 %) =53 &0 H1
(2£[E Sigma /\ F], Sigma3-18K ) | SLH} 2 6 E f
PCR A% (& [E ABI 24 ®],7500FAST #1) . 32235
RICK T PR AT Wi SRR RNA 2
A, W B € [# Sigma 5 Bio-Red /A A, K RNA
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JCE 10 min; T A G5 200 wL FEHR G, iR T I
M 5 min; £F 4°C F&.0> 15 min, 12 000 %%/min , [}
FERL AT 3 2, Horh RIS E/KAHRI RNA I RNA
JE# % 1.5 mL RNase-free B0 N ;0 A 600 mL JG7K
CPEFESPRA B TR ML, Z0R T R 2 min, B0
30 s,12 000 e/ min, 5530 K 5 4K 252 W B 1 J2 K AH W
£ 200 wL, BT 1.5 mL RNase-free B4 N, ITA
600 mLIC/K LB, 2 N RN 2 min, B0 [R5 imA
FEFIWE 700 WL, 2.0 30 5,12 000 %5/ min , Fi O, 0
PR 500 wL, B0 R b FRKESC 2 min, 12 000 4/ min,
PR R BN AR R CE 10 min, BH, A
RNase-free water 20 L., B> 2 min, 12 000 #%/min, 37 W
FRPAE, ZRIBCE. RNA, B/ RNA I o 200 B2 e B,
FEHEAT W5 S R, & L eDNA, CE 7R - 20°C &
Mo BEXTFEALT SISO 5E 7t PCR SN, 25 1
A5 :95°C Smin; AE P :95°C 10s; 1R k5 4E f1: 60C
50s fEH 45 K. b FIES P51 : OmiR-2467 ;5
AGCAGAGGCAGAGAGGCTCAGG-3', 5'-CCTGAGC-
CTCTCTGCCTCTGCT-3"; 2 miR-96-5p: 5'-CCTTTG-
GCACTAGCACATTTTTG-3", 5'-ACGCAAATTCGT-
GAAGCGTT-3"; @ Z54 U6:5-CGCTTCGGCAG-
CACATACTA-3" ,5'-CGCTTCACGAATTTGCGTGTCA-
3’ KA 274 ROR LT miR-2467 . miR-96-5p
XFRIBIK- o

3. MBI« 28 B 43 A AN (b1 4 R B2
AR K A BR S ), GLM-77 R K =5 i 1fi B
(fasting blood glucose, FBG) DA N %& J5 2 h IfiL#f (2h
postprandial blood glucose ,2hPG ) , Z8 44k, Il £1. 75
(hemoglobin Alc,HbAlc) 73 # A ( F 1M KBS &+
WA FRA R, YH30 B i HbAlce, & ZRIITHE
% ( homeostasis model assessment-insulin resistant in-
dex,HOMA-IR) = FBG x FINS/22. 5.,
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o0t THEVERILA (& £5) 308 47 ¢ K030, TR0
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(body mass index, BMI) (A K AE8R 5 A2k =2k B
L ES TSI E (P >0.05),GDM 412 K
1 At BMI 8K DL DRI 0% 58 o B s F

MEZH (P ¥ <0.05) , WLFE 1,
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2. [y miR-2467 .miR-96-5p ik K M MEHHEHR |
HOMA-IR Fb%5: GDM 4 [fiL % miR-2467 ik . FBG .
2hPG . HbAlc 7K & HOMA-IR @& F %} #8240, miR-
96-5p FKIAMET X MEZH (P 1 <0.05) , W3 2,

£1 24 —FEHLE

3 B GDM #1(n =108) T HE4E (n =82) % P i
FH(H % £s) 28.13 £3.87 27.94 £4.75 0.304 0.762
ZR(A,x £s) 26.34+1.12 26.29 +1.08 0.309 0.757
BMI(kg/m”, % +s)

ZHT 23.06 +1.28 22.75 £1.06 1.778 0.077
2 -4 2.01 +0.82 1.35+0.61 6.115 <0.001
Z g i 5.30+1.01 4.32+1.15 6.238 <0.001

AR R AR [ 1(%) ] 25(23.15) 7(8.54) 7.105 0.008
R R AR L[4 (% ) ] 16(14.81) 9(10.98) 0.601 0.438
Bk [#1(%) ]

1~2 % 83(76.85) 70(85.37) 2.155 0.142

=3 &k 25(23.15) 12(14.63)
PR HI(%)]

1~2 % 80(82.41) 73(89.02) 1. 624 0.203
=3 % 19(17.59) 9(10.98)

%2 2 4% miR-2467 .miR-96-5p ik K i # 35 47 HOMA-IR th %5 (% +5)

il 11 miR-2467 miR-96-5p  FBG(mmol/L) 2hPG(mmol/L) HbAlc(% ) HOMA-TR
GDM 4 108 4.86+1.14 1.43+0.42  5.18+0.47 8.87 +1.23 6.71 £1.25 1.38 £0.13
I 78 41 82 1.56+0.40  2.64+0.57 4.85+0.24  6.09+1.16  4.58+1.10  0.84+0.22

L8 25.055 16. 849 5.807 15.812 12.244 21.120

P& <0.001 <0.001 <0.001 <0.001 <0.001 <0.001

3. GDM £{ miR-2467 .miR-96-5p ik 5 Ifil ¥E+5
Fr JHOMA-IR f#) A 5 : Pearson A 5C 40 #r oK, 1L
¥ miR-2467 #3155 FBG.2hPG ., HbAlc, HOMA-IR
SIEAH G, M miR96-5p K ik 5 FBG, 2hPG
HbAlc HOMA-IR 2745 (P #<0.05) , W3 3,
%3 GDM 4 miR-2467 mR-96-5p %k 5 A4 #7 HOMA-IR #978% 1

3 miR-2467 miR-96-5p
FEAF
r A& P1a i P1a
FBG 0.416 0.019 -0.571  0.000
2hPG 0.712 0.000 -0.628  0.000
HbAlc 0.689 0.000 -0.430 0.013
HOMA-IR 0.538 0. 000 -0.686  0.000

4. GDM &1 Logistic Z It [l 9 73 #r : >k M
Logistic 22 7 [ AR X AH 5C A8 11 7 i AR, Herp
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2467=3. 44 J& GDM KA G N 2, miR-96-5p =
1.95 /& GDM &R Ry R (P 1 <0.05) , I3

4,

5. [fijE miR-2467 .miR-96-5p ik iFEAk GDM (1)
BB 2 AT : ILE miR-2467 \miR-96-5p FKikPEAL GDM
1 AUC 5351120 0.798 0. 792, i & A PFAl 1) AUC
H0.865, U Ny 91.5% | F 5 HE Ky 81.5% , W35,
W1,
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%4 GDM % 4 th Logistic % 70 ] 3 44t
Rl ALK AL B 1A SE {4 P14 OR14.(95% CI)
224 BMI 3% <1.73kg/m’ =0,=1.73kg/m’ =1  1.378 0.454 0.002 3.968(1.629 ~9.665)
Zd H BMI 3%k <4.88kg/m” =0, =4.88kg/m’ =1  1.399 0.366 0.000 4.052(1.978 ~8.301)
e Sk R e X =08 =1 1.120 0.512 0.029 3.066(1.125 ~8.356)
miR-2467 <3.44=0,=3.44=1 1.000 0.287 0. 000 2.718(1.548 ~4.772)
miR-96-5p <1.95=0,=1.95=1 -0.040 0.011 0.000 0.961(0.940 ~0.982)
%5 % miR-2467 .miR-96-Sp % ki & GDM B 412 44
A7 AUC R E P& 95% CI REFE BEE(%) HFE(%)
miR-2467 0.798 0.034 P<0.001 0.732 ~0.864 3.873 67.59 84.15
miR-96-5p 0.792 0.032 P <0.001 0.729 ~0.856 2.193 69. 44 74.39
miR-2467 B4A miR-96-5p 0. 865 0.028 P<0.001  0.809 ~0.920 0.617 91.50 81.50
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o= fecan — - miR-96-5p
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